# Bar graph code

# find means
mean_a <- mean(a,na.rm= TRUE) #Replace "a" with the variable name for one group. Here the "na.rm=TRUE" tells R to remove the records that are missing a value. For example, some groups may not have had a non-ponderosa tree growing within sight of the target ponderosa tree and thus did not record a value. Because there was a blank cell in the excel file that we turned into a .csv file and loaded into R, R has placed "NA" in this place. Here we must tell R to ignore or remove the "NA" records.
mean_b <- mean(b,na.rm= TRUE) #Replace "b" with the variable name for one group.

# make an object of the means
means <- c(mean_a,mean_b)

#standard error function
se <- function(x) {sd(x,na.rm=TRUE)/sqrt(length(x))}

#get standard error for each group
se_a <- se(a)
se_b <- se(b)

# make an object of the standard errors

standerrors <- c(se_a,se_b)

#bar graph of your results

graph <- barplot(means,beside=T, ylab="y-axis label",names=c("Group A","Group B"), ylim=c(minimum y,maximum y), col = c("blue","red")) #Replace minimum y with the lowest value represented on y-axis, maximum y with the highest value. ╩You can also change the colors of the bars.

# add error bars to your graph
arrows(graph,means-standerrors,graph,means+standerrors,code=3,angle=90,length=.1,lwd=1.3)

# add a subtitle to your graph
title(sub="Descriptive title")





